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+
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Fig. 1 Result of microbial community of seed sludges
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Fig. 2 In situ h(ybridization of enrichment culture of propionate and amino acid mixture (1 : enrichment culture, 2:
subculture 2" gen., A:WWE1_1181-Cy3, B : EUB338mix-Alexa488, C : DAPI). Seed sludge is granular sludge
from UASB reactor treating municipal sewage. Scale bar indicates 10 um.
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Fig. 3 Time course of methane convertion rate of
enrichment culture and subculture using propionate
and mino acid mixture.
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Table. 2 Result of clone analysis. (Yellow : clone which retrieve from enrichment culture of cellulose + amino acid,
Blue : clone which retrieve from enrichment culture of propionate + amino acid)

Sample name Sequence number Identity (%) Related spicies Accesion No.
A3 1214 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
A5 1263 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
B4 1208 95 Candidatus Cloacamonas acidaminovorans str. Evry NR _102986.1
BS 1212 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
c3 1208 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
(05} 1262 95 Candidatus Cloacamonas acidaminovorans str. Evry NR 102986.1
D3 1208 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
D4 1211 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
E4 1215 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
ES 1211 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
F3 1214 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
G3 1212 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
G4 1265 94 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
H3 1190 95 Candidatus Cloacamonas acidaminovorans str. Evry NR_102986.1
H4 1129 95 Candidatus Cloacamonas acidaminovorans str. Evry NR 102986.1
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Fig. 4 Phylogenetic tree of clones obtained in this study

and selected bacteria. The scale bar indicates the
number of changes of nucleotides.
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