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Fig. 1 Schematic illustration of the concept of
novel DNA capturing method.
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Fig. 2 Schematic illustration of DNA capturing
method using streptavidine-coated magnetic beads.
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Fig. 3 Schematic illustration of DNA capturing method
using S.A.-coated tube.
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Fig. 4 PCR amplification of dsrAB gene and 16S rRNA
gene for the DNA captured. M: DNA marker 4; 1-6: PCR
fragment obtained from DNA captured from mixed DNA
solution of D. vulgaris DNA gene and M. vannielii DNA; 1
& 4: DNA mixing ration of D. vulgaris: M.vanielii=1:1; 2
& 5: D. vulgaris: M.vanielii=1: 9;3 & 6: D. vulgaris:
M.vanielii = 1: 99; P: positive control for PCR, N: negative
control for PCR

M.vannielii
16S
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Fig.5 PCR amplification of dsr4 gene and archaeal 16S rRNA
gene for the DNA captured. M: DNA marker 4, lane 1-5: PCR
fragment obtained from DNA captured from mixed DNA solution
of dsrAB gene and M. vannielii DNA; 1: DNA mixing ration of
dsrAB: M.vanielii = 1: 1; lane 2: dsrAB: M.vanielii = 1: 9; lane 3:
dsrAB: M.vanielii = 1: 99; lane 4: PCR fragment obtained from
DNA captured from dsrAB gene; lane 5: PCR fragment obtained
from DNA captured from M. vannielii DNA; P: positive control
for PCR; N: negative control for PCR
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Fig.6 PCR amplification of dsrAB gene and 16S rRNA gene
for the DNA captured. M: DNA marker 4; lane 1-5: PCR
fragment obtained from DNA captured from mixed DNA
solution of D. vulgaris DNA gene and M. vannielii DNA; lane
1: DNA mixing ration of D. vulgaris: M.vanielii = 1: 1; lane
2: D. vulgaris: M.vanielii =1: 9; lane 3: PCR fragment
obtained from DNA captured from D. vulgaris DNA gene;
lane 4: PCR fragment obtained from DNA captured from
dsrAB gene; lane 5: PCR fragment obtained from DNA
captured from M. vannielii DNA; P: positive control for PCR,
N: negative control for PCR
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