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Sequence

PCR (nghtCycler, Roche) é JEH ) Target primer primer sequence (5'-3") position note Reference
N N, hyd2F ver.SI GGGGCCTTGAGATCATCTTA 116-135* This study
77 . PCR #1812 |3 TaKaRa Ex Tag *i)yfdsrt‘r)f;“;?e hyd3R ver.SI  GCGGTTTTCGGCGCTAAAAT  484-503* This study
) RT-primer ver.SI GGAAATAACCTCCTTTATCG 588-607* for RT  This study
_ H H mv- mvh-f ATGGCTGAAGATGAC 1-15%%* 8)
R-PCR version kit (TaKaRa) & hydrogenase mvh3R TTAAGATGATGGTTAACAG 356-374%* This study
P . of strain AH mvh-r CCTTATGCTTCAGCT 414-428**  for RT 8)
Table 112 ﬂ_‘.‘é— DNA primer éﬁﬁ *:strain SI hydrogenase-1 large subunit
n 7_ PCR O ™ {f’: O - ‘[%‘j /ﬂ: 57 **:strain AH mv-hydrogenase
Zo R FIEAG
. . , Sequence
¢ e 24y Target primer primer sequence (5'-3") .. note Reference
. SOSHLRIE R O Mg i poston
! g DEMI116f GTAACGCGTGGATAACCT 116-133* 9)
N N —_ 1] =l S gk 16S rRNA of TGP690 CTCAAGTCCCTCAGTTTCAA 690-709* 7)
BROT ==V > TIRE O strain SI UNI1490R GGTTACCTTGTTACGACTT  1491-1509% for RT** 10)
. . UNI907R CCCCGTCAATTCCTTTGAGTTT  907-928*  for RT** 11)
%4 DNA primer v MMZDW T Ar09f TGCACAATGACTCGKCA 109-125 12)
- 1S IRNAOE As91ar CTCCCCCGCCAATTCCTTTA 912931 13)
TiT-o7=, strain UNI1490R GGTTACCTTGTTACGACTT  1491-1509*  for RT 10)

*:E.coli 16S rRNA
**:coculture RT by using UNI1490R and, pure culture by using UNI907R.
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Fig. 1 (a): Quantification of gene expression and H2 production by strain SI in pure culture; (b) pyruvate utilization in strain SI pure culture.
(c): number of cell.
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Fig. 2 Results of extracted RNA
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Fig. 3 RT efficiency by UNI9O7R primer. (A): result of quantification of non dilution RT
products by Real-Time PCR. (B): result of quantification of 10 times dilution RT product by
Real-Time PCR.
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Fig. 5 RT efficiency by SI-16S_RT primer. (A): result of quantification of non dilution RT
products by Real-Time PCR. (B): result of quantification of 10 times dilution RT product by
Real-Time PCR.

Fig. 6 RT efficiency by RT-primer ver.SI primer. (A): result of quantification of non dilution
RT products by Real-Time PCR. (B): result of quantification of 10 times dilution RT product
by Real-Time PCR.
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