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Figure 1 Schematic diagram of the whole system cosisting of
UASB and DHS reactors installed at a sewage treatment site.
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Figure 2 Profiles of measured CHa, simulated CH4, and
dissolved oxygen along the DHS reactor height.
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Figure 3 Profiles of methane oxidation activity by batch test and
cell direct count of Methanotrophs by FISH in the DHS reactor.




